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SEQUENCE LISTING 

5 (1) GENERAL INFORMATION: 

6 (i) APPLICANT: Fred J. Stevens 

7 Marianne Schiffer 

8 Priscilla Wilkins-Stevens 

9 W. Carey Hanly 

10 Sandra L. Tollaksen 

11 (ii) TITLE OF INVENTION: DEVICE FOR DETECTING MOLECULES, .METHOD FOR 
' 12 DETECTING MOLECULES 

13 (iii) NUMBER OF SEQUENCES: 5 

14 <iv) CORRESPONDENCE ADDRESS: 

15 (A) ADDRESSEE: CHERSKOV & FLAYNIK 

16 (B) STREET: 20 N. Wacker Drive 

17 (C) CITY: Chicago 

18 (D) STATE: Illinois 

19 (E) COUNTRY: United States 

20 ( F) zip: 60606 Ottts Not Comply 

21 (v) COMPUTER READABLE FORM: rnrtertprt Okkftttft Npfidflfl 

22 (A) MEDIUM TYPE: compact disc GOrTSCtOC! UlSKQue I\!86u6u 

23 (B) COMPUTER: PC 

24 (C) OPERATING SYSTEM: Microsoft Windows XP 

25 (D) SOFTWARE: WordPerfect 

26 (vi) CURRENT APPLICATION DATA: 

C— > 27 (A) APPLICATION NUMBER: US/09/368 , 989 

C — > 28 (B) FILING DATE: 05-Aug-1999 

29 (viii) ATTORNEY/AGENT INFORMATION: 

30 (A) NAME: Cherskov, Michael J. 

31 (B) REGISTRATION NUMBER: 33,664 

32 (C) REFERENCE/DOCKET NUMBER: 0003/00332 
33' (ix) TELECOMMUNICATION INFORMATION: 

34 (A) TELEPHONE: (312) 621-1330 

35 (B) TELEFAX: (312) 621-0088 



ERRORED SEQUENCES 

38 (2) INFORMATION FOR SEQ ID NO: 1: 

39 (i) SEQUENCE CHARACTERISTICS: 

40 (A) LENGTH: 111 amino acids 

41 (B) TYPE: amino acid 

42 (C) STRANDEDNESS: Single 
4 3 (D) TOPOLOGY: linear 

44 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 



^ 
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5 10 15 

la Thr lie Asn Cys Lys Ser Ser Gin Asn Leu Leu 

ttXo 2&~z£ ao3o * 

he^Asp Thr Asn Thr Leu Ala Trp Tyr Gin Gin Lys^ a *i 

To^7tt-^£^s~^^ r Ser Arg/ ' ' N Q ^ a 

CjO 55 -§2-^ /Ty^ 0^4 

al Pro Asp Arg Phe Ser Gly Se~r~GTy^er Gly Thr i/^ /rr 

^ 65 , 70 ^ — mj^rhP^ 

le Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr / W" v ^ ^ 

80 85 ^_90_j>> -fllsyr^ 3 

1-n Tyr Tyr Ser TTTr~Fr^Tyr-S^T-Ph^GTy"G11n~^ V/dJUi /U { ^ rTs ^ 



_95 100 105 

Thr Lys Leu Glu 

E — > 68 

71 (2) INFORMATION FOR SEQ ID NO: 2 

72 (i) SEQUENCE CHARACTERISTICS : 

7 3 (A) LENGTH: 111 amino acids 

74 (B) TYPE: amino acid 

75 (C) STRANDEDNESS: Single 
7 6 (D) TOPOLOGY: linear 

77 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

7 9 Asp lie Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 

80 1 5 10 15 

82 Gly Glu Arg Ala Thr lie Asn Cys Lys Ser Ser Gin Ser Val Leu 

E~> 83 C ^20 25 30 _ — 

J5 Tyr Ser Ser Asn^Ser"" Lys Asn Tyr Leu A±a~~Trp Tyr Gin Gin Lys 
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100 Thr Lys Leu Glu He Lys 

E— > 101 110 

104 (2) INFORMATION FOR SEQ ID NO: 3 

105 (i) SEQUENCE CHARACTERISTICS: 

106 (A) LENGTH: 111 amino acids 

107 (B) TYPE: amino acid 

108 (C) STRANDEDNESS: Single 

109 (D) TOPOLOGY: linear 

110 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

112 Asp lie Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 

113 1 5 10 15 
115 Gly Glu Arg Ala Thr lie Asn Cys Lys. Ser Ser Gin Ser Val Leu 
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(2) 



(2) 



Tyr Ser Ser 




35 40 

Pro Gly Gin Pro Pro Lys Leu Leu lie Tyr Trp 

50 55 
Glu Ser Gly Val Pro Asp Arg Phe Ser Gly Ser 

65 70 
Asp Phe Thr lie Ser Ser Leu Gin Ala Glu Asp 

80 85 
Tyr Cys Gin Gin Tyr Tyr Ser Thr Pro Tyr Ser 

95 100 
Thr Lys Leu Glu lie Lys 

110 

INFORMATION FOR SEQ ID NO: 4: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
Asp lie Val Met Thr Gin Ser Pro Asp Ser Leu 
1 5 10 
Gly Glu Arg JU-a Thr lie Asn Cys Lys Ser Ser 
20 25 



25 30 

.a_Xrp T yr Gin ..G in-La 

45 




Ala Ser Thr Arg 
60 

Gly Ser Gly Thr 
75 

Val Ala Val Tyr 
90 

Phe Gly Gin Gly 
105 



Ala Val Ser Leu 
15 

Gin Ser Val Leu 
30 



Tyr Ser Ser 7TsTT"Ser Lys Asn Tyr Leu Ala Trp 

35 40 
Pro Gly Gin Pro Pro Lys Leu Leu lie Tyr Trp 

50 55 
Glu Ser Gly Val Pro Asp Arg Phe Ser Gly Ser 

65 70 
Asp Phe Thr lie Ser Ser Leu Gin Ala Glu Asp 

80 85 
Tyr Cys Gin Gin Tyr Tyr Ser Thr Pro Tyr Ser 

95 100 
Thr Lys Leu Glu lie Lys 

110 

INFORMATION FOR SEQ ID NO: 5: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 111 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
Asp lie Val Met Thr Gin Ser Pro Asp Ser Leu 
15 10 
Gly Glu Aro/ffiba Thr lie Asn Cys Lys Ser Ser 

\^ 20 25 
Tyr Ser Ca r Rr^r4iyf A^n Tyr T.^i Trp 
35 40 



"Tyr Gin GllfLys 
45 

Ala Ser Thr Arg 
60 

Gly Ser Gly Thr 
75 

Val Ala. Val Tyr 
90 

Phe Gly Gin Gly 
105 



Ala Val Ser Leu 
15 

Gin Ser Val Lau 



ber val Lau 

30/ 

£ia--«rrr^ys 



l^r_Jila-J^H-rLys 
45 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/368,989 



DATE: 07/14/2003 
TIME: 14:12:42 



Input Set : N: \EBONY 1 S\368989 . txt 
Output Set: N:\CRF4\07142003\I368989.raw 



L:27 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER: ] 
L:28 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 
L:50 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:1 
M:332 Repeated in SeqNo=l 

L:83 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 2 
M:332 Repeated in SeqNo=2 

L:116 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 3 
M:332 Repeated in SeqNo=3 

L:149 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4 
M:332 Repeated in SeqNo=4 

L:182 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 5 
M:332 Repeated in SeqNo-5 
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